MK EZ2HR(OEF M)
J Sichuan Univ (Med Sci Edi)

7o 1] P A 5

2013; 44(2):175 — 178

EHRFSEFEQERE

EFFMERCERSH

55 40 R R LA Bl i AR ML P R S T R
20 10
lymphocyte, CLT) RSB HT I . %8 H & FEARSF . A
A B A 2 [ S B R W) v vk 9104, Al i S 0 7Y

KEFL Baw', WER, € F ERS

Lo PRSP N 3L T A 22 B« AR PUSE DU BE e [ 24 A S BT 2 ORA#B 610041)

‘LEF h’klA

2. BV A B B 4% ] oL (Y22 710054)

EE]1 B8 0P eE & KOk 3 (RSVO DI 43 B bk F 8L AR 51, 480 F 2 1 5 R R It 26 0o 78 5 4
Bl. HiE RT-PCRIFEY W FEEIEARKFI I o0 7 8% 1 B2 F1 2k B2 A8 S5 467 5o LA () S0 28 A 3k P 7Y
E A FIRAL TR T W E A M (CTL) R FEF AR, &R 10 Bk RSV F & A A H IR M & B R P-distance
43514 0.10240. 005 F1 0. 058+0. 006, R A A7F I L4 75 W B8] 785 BE AR <7 i RS-348 I 7C2 78 W2 Py 4R 5
CTL %fz HLA B» 57 HLA A 01 il HLA Cw » 12 tiJe W5 Py 5 B2 PR <Y L S0 AL (] 77 76 A ) R R 8 e . i
RSV EUH%%HQ F A AR R R S BUR R AW R AR ~F, B 7 A A U CTL R AL He7E B WA
WA RE
[5@%%@] WEGE G KR F AN AR THE AL hRRA

Gene Sequence and Antigenic Epitope Variation within the F Protein of Respiratory Syncytial Virus in Sichuan, China
ZHANG Meng-yan'?, LIAO Hong-yu', FAN Xue-jia', LU Lei', PEI Xiao-fang', XU Xin'®. 1.
Department of Medical Technology. West China School of Public Health & West China Fourth Hospital .
Sichuan University, Chengdu 610041, China; 2. Department of Center for Disease Control and Prevention of
Shaanxi Province , Xi’an 710054, China

/\ Corresponding author, E-mail: xinxu62@163. com
[ Abstract] Objective To investigate the variation of cytotoxic T-lymphocyte (CTL) and neutralizing epitopes
in F protein of respiratory syncytial virus (RSV) isolated in Sichuan. Methods Nearly full-length of F protein gene
of 10 strains of RSV isolated in Sichuan was amplified by RT-PCR and sequenced. The genetic variations, especially
the CTL and neutralizing antibody epitopes within different subtypes and genotypes were analyzed and compared.
Results The F protein of RSV is highly conserved within the two subtypes, with the P-distances of nucleotide and
amino acids were 0. 10240. 005 and 0. 058 0. 006, respectively. Neutralizing epitopes 47F and 1.4 were conserved
between the subtypes, but RS-348 and 7C2 were only conserved within the subtypes. CTL epitopes HLA B % 57,
HLA A %01 and HLA Cw % 12 were conserved only within subtype A. There were specific different sites between
the subtypes. Conclusion The sequences of F protein from Sichuan RSV isolates were highly conserved, so as the

epitopes on F-protein within subtypes, the identified CLT epitopes in subtype A may not be recognized in subtype B

virus.
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Fig Amino acid alignment between the F-protein of Sichuan subtype A and B genotypes and the prototype strains indicating the position of epitopes

The putative CTL epitopes are shown in light grey. The specific F-protein CTL epitopes are shown in dark grey and indicated above the

sequence.

above the alignment. The neutralizing epitopes are boxed
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The position of a MHC class T CD8 + H-2K (d)-restricted-CTL epitope and two H-2-restricted T-helper cell epitopes are indicated
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