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[ Abstract ] Objective To explore the association of CD44 rs4756195 polymorphisms with genetic
susceptibilities and clinico-pathologic characteristics to breast cancer of Han Nationality in Chongqing, China.
Methods This case-control study included 170 patients with breast cancer and 178 healthy controls, single
nucleotide polymorphisms (SNPs) of CD44 rs4756195 polymorphisms at intron 1 were genotyped by Sequenom
MassArray® iPLEX GOLD System. Data was analyzed via ¢ test, Chi-square test and Logistic regression analysis.
Results The frequencies of genotypes (AA, AG and GG) of CD44 rs4756195 showed a significant difference in the
distribution of the genotypes between patients with breast cancer and healthy controls (y*=6.272,P=0.043). The
GG and AG genotype significantly increased the risk of breast cancer compared with AA genotype (OR=6. 035,
95%CI:1.262-28.856,P=0.024;0R=5.367,95%Cl1:1.166-24. 709, P=0. 031). The rate of axillary lymph nodes
metastasis in patients with breast cancer who carried with GG genotype was higher than those carried with AG and
GG genotype (62.6% vs. 44.7%, " =4.473,P=0.034). The positive rate of CD44 in patients with breast cancer
who carried with AG and GG genotype was higher than those carried with GG genotype (68.1 % vs. 45.5% =
6.930,P=0.008). Conclusion CD44 rs4756195 polymorphisms are closely associated with the increased risk for
breast cancer in Han Nationality; AG and GG genotype are susceptible genotype for breast cancer. CD44 rs4756195
polymorphisms are closely associated with the expression of CD44 and axillary lymph nodes metastasis, the patients
with breast cancer who carried with GG genotype may have bad prognosis.
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Fig 1 Schematic of the AA (A), AG (B) and GG (C) polymorphism
of rs4756195 in CD44
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Table 1 Distribution of the CD44 rs4756195 polymorphisms and risk of breast cancer

Variable s;;gf";; B{tj{:é“‘%‘;r i P OR (95%CD) P

Genotype 6.272 0.043

AA 11 (6.2) 2 (1.2 1.00

AG 41 (23.0) 45 (26. 4 6.035 (1.262-28. 856) 0.024

GG 126 (70.8) 123 (72.4) 5.367 (1.166-24. 709) 0.031
Allelotype 1. 390 0.238

A 63 (17.7) 49 (14. 4 1. 00

G 293 (82.3) 291 (85.6) 1.277 (0. 850-1. 918) 0.239

2.3 WEREANLEKRNZLIREFR CD44.CD24
KIRIE

WL 2 Je# 2. 54 AA R AG 5 R R (1) 7L R
g5 CD44 FAPEZR N 68. 1% (32/47) . #54# GG H:[H Y
I FLBR IR CD44 PHYE R Ry 45. 5% (56/123) , i # 22

FA G X (P =6.930,P=0.008, 5 2); #
AAFTAG SR B FL IR 98 CD44 ™ /CD24 /" B %
ATV, 21/4T) & T #7 GG %A (36. 6%,
A5/123) W FLARJ o AR 25 25 S LG T2 8 L (P>
0.05.% 2),
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Fig 2 CD44" /CD24=/"" cells and CD44~ /CD24~ cells in breast

cancer
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Table 2 Correlation between CD44 rs4756195 polymorphism and clinicopathologic characteristics in breast cancer Ccase (%))

KINHKFR

AT 45 AA R AG JE DR 7Y ) LA e AR T
B 50. 1 %, J8 & 43 B AR 4.3 em; 123 {4
i GG 5L R B FL R i B T AR 8 50,0 %L &
I EA 4.9 em; 2 A A 2 R R IT#E >
(P>0.05),

2.5 CDH EFESEEEABRERKRESHY
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L% 2, CD44 3 H rsd756195 i i L &5
LR 98 e R 43 30 L 2R A 4 £ R L L ER L PR,
HER2.P53 ik JC W] B AH &%k (P >0. 05); #5747
AA T AG J PR AY ) FLIR 98 A ik 25 7 78 R R
A4, 700 4T GG 3k DR AU 1 ZL MR g T 3 bk 12 25 5 78
N 62,60, PIEZRAGIFEX(P=0.034),

Clinicopathologic Genotype )
characteristics ! GG (n=123) AGH+AA (n=17) E P

TNM stage 0.003 0. 960
I+ 108 78 (63.4) 30 (63.8)
il 62 45 (36.6) 17 (36.2)

Histology 1.078 0.299
Infiltrating ductal carcinoma 128 90 (72.6) 38 (79.7)
Others 42 33 (27.4) 9 (20.3)

Axillary lymph metastasis 4,473 0.034
Yes 99 77 (62.6) 21 (44.7)
No 71 46 (37.4) 26 (55.3)

Menstruation status 0. 836 0.361
Premenopause 99 69 (56.1) 30 (63.8)
Postmenopause 71 54 (43.9) 17 (36.2)

ER
Positive 101 73 (59.3) 28 (59.6) 0.001 0.979
Negative 69 50 (40.7) 19 (40.4)

PR
Positive 79 57 (46.3) 22 (46.8) 0.003 0. 956
Negative 91 66 (53.7) 25 (53.2)

HER2
Positive 54 39 (31.7) 15 (31.9) 0.001 0.979
Negative 116 84 (68.3) 32 (68.1)

P53
Positive 75 54 (43.9) 21 (44.7) 0. 008 0.927
Negative 95 69 (56.1) 26 (55.3)

CD44 " /CD24~ /low 0.938 0.333
Positive 66 45 (36.6) 21 (44.7)
Negative 104 78 (63.4) 26 (55.3)

CD44 6.930 0. 008
Positive 88 56 (45.5) 32 (68. 1)
Negative 82 67 (54.5) 15 (31.9)
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